In the title compound, C 14 H 13 NOS 2 , the atoms of the allyl group are disordered over two sets of sites, with an occupancy ratio of 0.559 (10):0.441 (10). The rhodanine ring makes a dihedral angle of 5.51 (12) with the mean plane through the p-tolyl group. There are no specific intermolecular interactions in the crystal packing.
Related literature
For biological activities of rhodanine-based molecules, see: Tomasić & Masic (2009) and JSP-1 phosphatases (Cutshall et al. 2005) . Additionally, they have been reported to possess antimicrobial (Sortino et al. 2007 ) and antiviral (Kesel, 2003) activities. The unusual biological activity displayed by many rhodanine-based molecules have made them attractive synthetic targets.
The rhodanine and p-tolyl ring systems (S2-N1-C9-C10-C11 and C2 to C7) are slightly inclined as indicated by the dihedral angle of 5.51 (12)° between them. The rhodanine moiety is linked to an allyl group at the nitrogen atom and to a p-tolyl group at C(5) as shown in Fig.1 . Moreover, the molecule of the title compound is characterized by a disorder in the allyl group in which all atoms are split with an occupancy factors of 0.559 (9) : 0.441 (9). No specific intermolecular interactions are observed in the crystal packing.
S2. Synthesis and crystallization
To a solution of 3-allylrhodanine (1.15 mmol, 0.2 g) in 10 ml of THF, (4-methylbenzylidene)-4-methyl-5oxopyrazolidin-2-ium-1-ide (1.38 mmol) was added. The mixture was refluxed for 8 h, monitored by TLC, the reaction completed and a yellow spot (TLC R f = 0.3, using hexane/ethyl acetate 1:9) was generated cleanly. The solvent was evaporated in vacuo. The crude product was purified on silica gel using hexane: ethyl acetate (1/9) as eluent. The title compound was recrystallized from ethanol (Yield: 75%; m.p.: 390 K).
S3. Refinement
Crystal data, data collection and structure refinement details are summarized in Table 1 . The reflection (0 0 1) affected by the beamstop was removed during refinement. The refinement of the model requires constraints on the distance C13A-C14A and C13B-C14B of the disordered allyl group. H atoms were located in a difference map and treated as riding with C-H = 0.96 Å, C-H = 0.97 Å and C-H = 0.93 Å for methyl, methylene and aromatic hydrogen atoms, respectively.
All hydrogen atoms were refined with a common thermal displacement parameter of U iso (H) = 1.5 U eq for methyl and U iso (H) = 1.2 U eq for methylene and aromatic hydrogen atoms. (2) C2-C1-H1A 109.5 O1-C10-N1 123.1 (2) C2-C1-H1B 109.5 O1-C10-C9 126.5 (2) 
